Table 3. Expression profile for the genes modulated after Pe and Eccl5 natural infection

Septic injury Pe Eccl5 gacA:: TnS
[ad] c¢cG | NAME 90 | 180 | 360 | 720 | 90 [ 180 | 360 | 720 | 90 | 180 | 360 | 720 | 90 | 180 | 360 | 720
Protease
Serine protease
* [CG14219 |CG14219 | 099 [ 115 ] 133 1099 ] 089 | 1.13 | 1.61 | 569 | 0.84 | 138 [ 2.79 | 2.15 | 1.18 | 1.07 | 1.38 | 1.47 |
* ICG16749 |CG16749 091 | 0.76 | 1.07 | 1.17 ] 091 | 0.81 | 0.86 | 044 ] 1.07 | 0.69 | 0.61 | 040 ] 092 | 0.76 | 1.30 | 1.12
CG7170 _ |CG7170 0.82 | 0.81 | 0.72 | 0.79 ] 091 | 1.02 | 0.66 [ 045 ] 0.75 | 0.71 | 0.39 | 0.68 ] 0.75 | 0.83 | 0.93 [ 1.07
CG11912 JCG11912 0.89 | 059 | 0.62 | 0.74 | 0.79 | 0.54 | 0.43 [ 018 ] 0.97 | 0.58 | 0.27 [ 023 ] 0.90 | 0.66 | 1.15 | 0.50
Others
CG15255 |BG:BACR44L22.1] 091 | 0.87 | 1.41 | 124 ] 1.29 | 1.56 | 2.74 [ 883 ] 142 | 099 | 2.19 | 1.60 | 1.03 | 091 | 1.20 | 1.36
CG14526 |BcDNA:GHO07188] 0.89 | 1.00 | 0.88 | 0.76 | 1.63 | 121 | 1.36 [ 227 | 1.20 | 192 | 1.49 | 2.12 ] 099 | 130 | 1.12 | 0.96
CG8196  JAnce-4 1.04 | 093 | 1.01 | 129 ] 1.26 | 1.16 | 1.53 | 228 | 1.24 | 1.68 | 2.11 | 1.83 ] 094 | 122 | 1.12 | 1.14
CG17633 |CG17633 093 | 0.85 ] 1.01 | 1.05 ] 1.09 [ 094 | 0.83 | 031 ] 095 | 0.67 | 0.39 | 028 ] 093 | 091 | 0.90 [ 0.80
CG8560  |CG8560 0.77 | 0.86 | 1.00 | 0.95 ] 096 | 090 | 0.84 | 037 ] 0.88 | 0.62 | 0.35 | 0.31 ] 0.87 | 0.89 | 0.85 | 0.86
CG3344  |CG3344 0.80 | 0.82 | 1.07 | 1.18 } 0.89 | 091 | 091 | 039 ] 0.85 | 0.82 | 0.56 | 045 ] 0.88 | 093 | 1.12 | 0.85
Detoxification & stress response
GST
[cGie81  JCG1681 | 162 ] 122 123 ] 084 ] 097 [ 142210 166 ] 1.12 ] 192 [ 2.05 ] 120 | 1.11 | 1.21 | 141 | 1.19 |
Cytochromes
* [CG10833 ]Cyp28d1 | 106 [ 1.14 ] 093] 079 ] 098 | 145 [ 2.02 | 1.84 J 095 ] 1.87 [ 2.03 ] 1.39 ] 1.06 | 1.22 | 1.51 | 1.24 |
[CG3050  [Cypo6ds | 084 [ 1.00 | 094 | 135 ] 0.83 | 1.17 | 0.84 | 042 ] 0.95 | 1.07 | 0.83 | 0.38 | 0.87 | 1.05 | 1.02 | 0.84 |
Others
[cG6214  JCG6214 | 108 [ 156 | 122 [ 125 ] 1.81 [ 231 [ 1.74 | 346 | 146 | 2.02 [ 1.33 | 133 J 1.28 | 1.61 | 1.23 | 1.26 |
Cytoskeleton related
Actin cytoskeleton
CG7210  Jkel 120 | 123 | 091 | 0.83 | 1.86 | 1.98 | 1.92 | 224 ] 1.63 | 225 | 1.78 | 190 | 1.15 | 1.56 | 1.24 | 1.05
CG8649  |Fim 122 | 1.13 | 1.24 | 1.04 | 1.30 | 1.57 | 2.04 | 341 | 134 | 1.74 | 2.04 | 1.75 ] 1.20 | 1.30 | 1.20 | 1.28
Myosin Cytoskeleton
[CG7438  [Myo3IDF | 128 [ 119 [ 145 ] 126 ] 1.75 [ 1.79 [ 221 [ 410 | 143 [ 192 ] 229 | 2.18 | 1.17 [ 1.38 | 1.34 | 1.20 |
Metabolism
Lipid metabolism & transport
CG9009  |IBcDNA:GH02901] 0.87 | 0.86 | 091 | 0.83 | 1.56 | 1.78 | 3.06 [ 244 | 143 | 3.02 | 240 | 1.82 ] 1.14 | 133 | 1.28 | 1.01
CG31148 JCG31148 0.80 | 0.87 | 1.02 | 0.86 ] 095 | 097 | 1.55 | 2.12 | 1.14 | 136 | 231 | 2.73 ] 098 | 1.04 | 2.00 [ 1.56
CG6271  JCG6271 0.87 | 0.74 | 0.69 | 1.11 | 091 | 0.78 | 1.08 | 232 ] 0.99 | 1.00 | 1.71 | 3.14 | 0.80 | 1.05 | 1.85 | 2.04
Nucleotide metabolism & transport
|cG8353  |CG8353 | 089 [ 1.07 | 1.09 | 1.04 ] 0.95 | 1.51 [ 2.00 | 3.85 ] 1.10 | 1.80 | 3.88 | 327 | 1.07 | 1.21 | 1.70 | 1.68 |
Carbohydrates metabolism & transport
CG4649  |Sodh-2 0.86 | 096 | 1.13 | 1.07 | 1.06 | 122 | 2.19 | 236 | 1.18 | 142 | 2.41 | 1.66 ] 090 | 1.01 | 1.16 | 136
CG3001  JHex-A 1.24 | 1.08 | 099 | 096 | 1.34 | 1.62 | 1.39 | 209 | 1.39 | 208 | 1.26 | 143 | 1.18 | 135 | 1.07 | 1.01
Acyl-CoA homeostasis
* JCG15829 |CG15829 | 097 [ 082 | 1.00 | 123 ] 073 ] 1.26 [ 229 | 574 | 0.91 | 1.63 [ 3.91 | 404 | 1.08 | 1.01 | 2.10 | 2.51 |
Ion transport and h
CG3725  ]Ca-P60A 1.14 | 1.75 | 1.28 | 1.19 ] 2.00 | 245 | 1.94 | 1.09 | 1.60 | 2.52 | 1.57 | 127 | 1.36 | 2.02 | 1.42 | 146
CG7571  JCG7571 1.05 | 123 | 1.02 | 091 | 1.73 | 2.12 | 2.02 | 239 | 1.57 | 2.61 | 222 | 1.88 | 1.20 | 1.54 | 1.21 | 1.21
CG9%470  MtnA 0.59 | 146 | 093 | 135 ] 0.58 | 0.65 | 0.50 [ 097 ] 0.69 | 0.73 | 0.39 | 0.62 ] 0.81 | 090 | 1.0l [ 1.09
CG4312  IMtnB 0.83 | 125 ] 0.82 | 1.36 ] 0.66 | 0.69 | 0.49 | 1.38 ] 0.59 | 0.55 | 0.40 | 0.64 ] 0.88 | 0.84 | 098 | 1.13
* |ICG7459  |CG7459 1.01 | 0.64 | 096 | 096 ]| 1.37 | 091 | 1.18 | 038 | 1.34 | 0.69 | 1.08 | 049 ] 095 | 0.77 | 0.73 | 0.50
* 1CG5097  |CG5097 074 125 058 1.09 ] 057 040 022 052 ] 051 047 "~ 018 034 ] 078 069 074 1.07
Other metabolism
CG11661 JCGl11661 091 | 1.19 | 0.83 | 1.19 | 1.95 | 2.17 | 193 | 249 | 1.58 | 2.33 | 1.64 | 197 ] 1.07 | 147 | 1.06 | 1.22
CG2674  [M(2)21AB 0.76 | 131 | 1.06 | 1.07 | 1.62 | 2.04 | 2.08 | 238 | 1.49 | 2.62 | 2.03 | 1.89 | 1.32 | 1.54 | 1.25 | 137
Peritrophic membrane constituents
CG7248 |CG7248 0.99 | 097 | 1.00 | 098 ] 090 | 099 | 1.28 | 3.16 ] 092 | 145 | 2.19 | 1.71 ] 097 | 1.06 | .11 | 1.18
CG7298  |CG7298 0.89 [ 095 | 1.05 | 0.87 ] 093 | 1.21 | 2.36 | 560 ] 0.88 [ 1.30 | 2.31 | 221 ] 0.89 | 093 | 1.17 [ 136
CG32656 |CG2779 1.06 | 141 | 1.29 | 1.04 | 1.90 | 197 | 1.79 | 2.64 | 138 | 225 | 1.63 | 1.99 | 1.17 | 1.51 | 1.28 | 1.16
CG9077 _ |CG9077 0.78 | 093 | 0.64 | 126 ] 1.16 | 132 | 0.58 [ 028 ] 1.26 | 1.04 | 0.51 | 036 | 1.17 | 122 | 1.03 | 1.05
CG32404 [CG32404 0.71 | 0.51 [ 0.68 | 1.06 | 1.07 | 0.75 | 0.39 | 024 | 1.36 [ 0.67 | 025 | 0.50 | 0.89 | 0.81 [ 0.73 | 0.73




Lectins

CG15818 JCG15818 | 097 [ 113 ] 0.95 [ 091 [ 099 [ 1.45 [ 1.77 | 407 J 099 | 1.94 [ 2.71 [ 2.59 | 1.04 | 1.10 | 1.14 | 1.14 |
Genetic information related
Protein transl and boli.
CG11624 |Ubi-p63E 176 | 1.69 | 127 [ 103 | 1.58 | 142 | 1.79 | 2.74 | 1.52 [ 2.06 | 1.41 | 1.88 | 139 | 1.33 | 1.18 | 1.28
CG8552  |cGsss2 076 [ 146 [ 129 [ 132134190156 [ 225122214149 157 103137 1.03] 125
DNA & RNA metabolism
[cG10279 [Rm62 | 120 ] 139 ] 137 [ 104 F 140 [ 128 [ 172 ] 238 | 143 [ 1.95 [ 1.63 [ 2.05 | 145 | 1.65] 1.38 | 1.27 |
Transcription factors not assigned to specific pathway
[CG10360 [ref(2)P | 138 ] 1.63 ] 159 [ 096 ] 1.62 | 1.75 [ 2.67 | 328 | 1.53 | 2.16 | 3.09 | 2.12 ] 1.39 | 1.36 | 1.51 | 1.32
[cG4216  Jterm | 071 ] 0.64 | 058 ] 095 ] 072 | 1.02 | 044 | 0.73 ] 0.63 | 0.80 | 027 | 0.71 | 0.87 | 0.56 | 0.32 | 0.66 |
Signal transduction
G-protein pathway
CG13388 | Akap200 137 | 144 [ 097 [ 065 | 1.59 | 2.12 | 1.63 | 1.78 | 1.41 [ 240 [ 2.14 | 1.79 | 145 | 1.51 | 1.41 [ 0.87
CG10379 Jmbc 122 [ 161 [ 125 [ 104142201 184300 123243163 164 ] 119 ] 141 ] 1207 1.10
Cell adhesion
[cG35820  |Gp150 | 1o 123 ] 117 [ 096 [ 1.84 | 172 | 1.64 | 2,15 ] 1.48 [ 2.00 [ 1.57 [ 1.85 ] 1.38 | 133 ] 1.30 | 1.02 |
JAK-STAT pathway
|CG4257  |Stat92E | 125 ] 109 ] 124 [ 086 [ 1.76 [ 2.05 [ 228 [ 2.19 | 1.79 | 3.17 [ 2.63 [ 2.01 | 1.37 | 1.61 | 1.42 | 0.95 |
Apoptosis
CG18188 |Damm 092 | 1.ir | 116 [ 1.12 098 [ 1.09 [ 1.28 | 3.63 ] 1.03 | 1.37 [ 2.03 [ 1.89 | 0.97 | 0.96 | 0.93 | 1.10 |
Miscellaneous
CG6640  |CG6640 0.78 | 0.74 | 1.00 | 130 | 1.01 | 3.78 | 9.24 1.00 | 470 | 8.09 | 436 | 1.10 | 1.18 | 1.61 | 2.95
CG3814  |BEST:CK02213 | 0.96 [ 1.16 [ 1.36 | 1.04 | 095 | 1.23 | 1.71 | 431 ] 1.06 [ 1.30 [ 2.16 | 1.66 | 091 | 1.01 | 1.15 [ 1.30
C€G9078 _Jifc 079 [ 095 [ 1.02 [ 125 | 148 | 153 | 1.74 | 420 ] 1.36 [ 1.81 | 191 [ 2.13 J 096 | 1.23 | 1.13 [ 151
CG8588  |pastrel 0.96 | 1.28 [ 1.09 [ 1.51 | 1.76 | 1.68 | 2.00 | 539 | 1.58 [ 2.15 [ 1.91 | 2.74 | 1.20 | 1.39 | 1.10 | 1.63
CG9449  JCG9449 1.07 [ 129 [ 115 [ 080 J 098 [ 131 ] 206 [ 157 1 107 [ 168 [ 210 136 107 ] 117 [ 132 ] 1.12
[cGs150  |CG5150 | o2 ] 132 ] 100 [ 123 1.09 [ 082 ] 041 [ 033 ] 1.13 ] 0.63 | 040 | 039 | 0.98 | 091 | 0.96 | 1.09 |
Proteins of unknown function
Contains protein domain
* [cG7816  |CG7816 0.92 [ 097 [ 1.10 [ 089 | 0.88 | 1.29 | 1.59 | 2.12 ] 0.90 | 1.62 [ 2.08 | 1.70 | 0.94 | 1.09 | 1.33 [ 1.06
* [cG12846 |Tsp42Ed 1.05 [ 119 [ 1ag [ 1ot 106 [ 123 ] 172 13270096 [ 147 [ 204 [ 170 J 098 ] 1.07 [ 1.21 | 1.20
* |CG18607 |CG18607 084 | 072 1076 | 1.17 ] 090 [ 0.80 | 0.43 [ 039 | 0.94 [ 0.69 | 0.43 [ 0.63 | 0.90 [ 0.93 | 1.05 | 0.88
CG9576  |CG9576 124 1 072 [ 052 [ 124 1 097 [ 049 ] 046 [ 0.81 [ 0.90 [ 053 1 033 ] 079 ] 096 ] 0.61 [ 0.45 [ 0.99
No domain predicted
CG16775 _|CG16775 0.76 | 0.76 [ 0.75 | 0.83 | 0.98 | 3.24 | 8.66 0.83 | 3.21 [11.26 | 7.65 | 1.10 | 1.12 | 1.66 | 2.97 |
CG13482 |cG13482 149 | 116 | 1.70 [ 0.84 | 1.08 | 3.14 | 10.13 1.74 | 327 [ 1544 | 554 | 171 | 140 | 1.72 | 2.40
CG14499 |CG14499 0.93 [ 0.90 [ 0.89 | 0.86 | 0.89 | 1.88 | 4.85 091 | 1.68 [ 475 | 454 | 1.01 | 1.06 | 2.12 [ 2.39
CG5506  |cGs506 0.82 [ 0.85 [ 085 [ 077 [ 0.76 | 1.78 | 3.65 | 10.24] 0.84 | 2.05 | 4.66 | 430 | 096 | 1.09 [ 2.04 [ 2.31
CG10911 |CG10911 0.80 [ 1.11 [ 1.50 [ 1.07 | 1.03 | 1.81 | 2.89 | 9.95 ] 0.98 [ 1.71 [ 436 | 3.71 | 1.00 | 1.19 | 1.48 | 1.68
CG15043 |CG15043 1.04 | 120 [ 137 [ 085 J 072 | 125 | 267 | 7.06 | 097 [ 1.96 | 416 [ 282 | 1.11 | 096 | 144 | 1.51
CG9568  |CG9568 139 | 114 [ 1.96 [ 1.12 | 098 | 1.57 | 446 | 6.85 | 1.19 [ 2.02 [ 6.07 | 3.76 | 1.25 | 1.05 | 1.92 | 1.90
* [CG15423 |CG15423 0.84 [ 0.80 [ 1.21 [ 091 | 089 | 1.07 | 2.43 | 643 ] 0.88 [ 1.13 [ 240 | 1.84 | 099 | 1.05 | 1.46 [ 145
* [CG15784 |CG15784 147 | 140 | 1.49 [ 1.06 | 099 | 1.44 | 2.72 | 540 | 1.07 [ 1.85 [ 275 [ 2.07 | 115 | 1.30 | 1.72 | 1.57
CG13321 |cGi3321 0.87 [ 1.05 [ 130 [ 1.07 | 095 | 1.56 | 233 | 442 ] 1.05 [ 1.72 [ 299 [ 222 | 099 | 1.07 | 1.33 [ 1.64
CG32302 |cG32302 0.86 | 0.89 [ 1.25 [ 099 | 0.62 | 0.86 | 2.10 | 4.04 | 0.86 [ 1.33 [ 3.40 [ 225 ] 0.82 | 0.82 | 1.68 | 1.22
CG15347 |cG15347 100 | 114 [ 135 [ 131 J 096 | 126 | 1.73 | 3.94 | 110 [ 131 [ 212 | 1.68 | 1.10 | 098 | 1.23 [ 1.47
CG13102 _|cG13102 0.80 [ 0.95 [ 1.04 | 122 | 0.86 | 1.05 | 1.48 | 3.88 | 1.14 [ 1.55 [ 2.20 | 2.41 | 0.97 | 0.95 | 1.36 [ 1.51
CG13323 |CG13323 1.02 | 178 [ 111 [ 079 J 071 | 156 | 1.86 | 3.72 ] 0.79 [ 2.33 [ 2.86 | 226 | 0.81 | 1.04 | 1.26 [ 1.14
* [CG15126 |CG15126 112 | 129 | 149 [ 114 | 093 | 138 | 232 | 357 | 1.00 [ 1.83 [ 3.74 | 2.58 | 1.02 | 0.93 | 1.46 | 1.72
* [cG30029  |CG30029 120 | 132 [ 133 [ 101 | 1.09 | 126 | 190 | 347 | 1.16 [ 146 [ 225 [ 235 | 1.02 | 095 | 1.33 [ 1.39
CG13704 |CG13704 L12 | 113 [ 121 [ 102 | a3 | 121 | 175 ] 338 | 1.05 [ 146 [ 227 | 1.96 | 098 | 0.95 | 0.99 | 1.18
* [CG10912 |CG10912 0.95 [ 1.09 [ 0.84 [ 047 | 089 | 1.96 | 2.61 | 3.85 ] 0.89 [ 271 [ 3.91 [ 243 | 125 | 1.15 | 1.47 [ 1.24
CG13324 |CG13324 118 | 1.16 | 1.10 [ 092 | 072 | 0.87 | 1.19 | 3.23 | 0.84 [ 1.03 [ 2.27 | 1.62 | 094 | 0.92 | 1.42 | 1.20
* [cG2081  |CG2081 157 | 140 [ 1.81 [ 078 | 077 | 0.86 | 1.88 | 322 | 1.02 [ 1.32 [ 220 | 1.95 ] 0.80 | 0.76 | 1.06 [ 0.87
CG13510 ]cG13510 115 | 1.30 [ 1.09 [ 0.82 | 095 | 133 | 1.82 | 2.94 | 1.05 [ 1.54 [ 2.30 | 1.88 | 1.11 | 1.08 | 1.15 | 1.24
CG16762 |CG16762 0.74 | 087 [ 093 | 1.17 [ 083 ] 090 | 1.20 | 2.86 | 0.84 [ 097 [ 1.57 [ 230 ] 0.87 | 099 | 1.12 [ 1.16
CG11686 |CG11686 1.02 | 1.09 | 1.02 [ 079 | 098 | 1.29 | 1.87 | 2.80 | 1.23 | 1.67 | 2.75 [ 2.01 | 1.09 | 1.16 | 1.26 | 1.23
* [cG7294  |CG7294 164 | 136 | 1.18 [ 073 | 1.08 | 1.80 | 332 | 237 | 1.26 [ 2.36 | 414 | 245 | 116 | 141 | 1.85 [ 1.24
CG5011 _ JCG5011 0.97 [ 1.06 [ 0.99 | 1.05 | 1.06 | 127 | 1.68 | 2.25 | 1.05 [ 1.53 [ 2.11 | 1.79 | 1.08 | 1.05 | 1.12 | 1.27




CG14204 |CG14204 0.94 | 090 | 0.98 1.01 0.92 1.00 1.28 | 2.06 | 0.92 1.06 | 2.09 1.73 0.92 | 0.98 1.11 1.11
CG13335 |CG13335 1.11 1.14 1.25 1.16 1.07 1.39 1.75 | 2.04 1.08 1.51 2.02 | 245 1.10 1.10 1.56 1.66
CG16926 |CG16926 1.93 1.30 1.16 | 0.90 1.90 1.61 2.28 1.98 | 2.00 1.53 2.56 1.30 1.72 1.28 1.23 1.36
CG6770 CG6770 1.66 1.43 1.25 | 0.68 1.51 2.07 | 2.68 1.94 1.66 1.90 | 2.68 1.67 1.54 1.18 1.54 | 0.79
CG7224 CG7224 0.95 | 0.70 1.38 | 0.74 | 0.89 1.75 | 4.19 1.94 1.09 | 2.07 | 4.05 1.30 | 0.93 1.13 1.45 1.02
CG7296 CG7296 1.14 1.39 1.35 | 0.95 1.14 1.41 2.17 | 0.99 1.16 1.80 | 2.38 1.29 1.10 1.12 1.76 1.25
CG18349 |CG18349 0.68 | 0.81 0.72 1.18 1.32 | 2.08 | 0.71 0.50 1.12 1.20 | 0.57 | 0.46 1.02 140 | 0.82 | 0.87
CG11350 |CG11350 0.62 1.09 | 0.62 125 1 230 | 3.25 0.78 | 0.33 1.49 1.68 | 0.60 | 0.26 1.66 | 2.46 1.14 1.43
CG12057 |CG12057 1.01 0.52 | 0.73 1.04 1 096 | 0.57 | 0.51 0.19 1.21 0.51 0.35 | 0.23 0.87 | 0.55 0.76 | 0.59
Up-regulated (fold) >2 >4 >8 | >16 |

Down-regulated (fold) <4 <2




