Table S. Expression profile for the genes specifically regulated after Ecc15 natural infection

Septic injury

Pe

Eccl5

gacA:: Tns

[ad]  CcG | NAME 90 | 180 [ 360 | 720 | 90 | 180 [ 360 [ 720 | 90 | 180 | 360 | 720 | 90 [ 180 | 360 | 720
Protease
Serine proteases
* [CG183563 [CG18563 | 0.94 | 0.96 [ 125 [ 0.89 | 1.14 | 1.26 | 1.83 [ 171 | 1.23 | 1.61 | 240 | 1.75 | 1.00 | 1.13 | 1.44 | 1.08 ]
CG10475 |CG10475 0.85 | 0.77 | 0.84 [ 0.80 ] 091 | 0.83 | 0.86 | 0.97 | 091 | 0.64 | 048 | 049 | 0.85 | 0.83 | 094 | 091
* 1CG6580  JCG6580 0.84 | 0.79 | 0.92 | 0.71 1.06 [ 0.80 [ 0.71 [ 0.83 ] 099 | 0.62 | 037 | 036 ] 091 [ 0.80 [ 0.84 [ 0.78
* 1cG8g71  |cG8s7l 098 | 099 ] 095 [ 1.06 | 099 [ 098 [ 096 | 0.65 ] 1.01 ] 097 | 071 [ 0.46 | 098 [ 093 | 0.95 | 1.04
* ICG7118 CG7118 0.99 [ 099 [ 096 [ 1.00 ] 0.96 | 0.98 | 0.94 | 0.57 | 098 | 0.90 | 049 | 038 ] 097 | 093 | 097 | 0.97
CG17571 JCG17571 0.78 | 0.61 [ 0.82 [ 0.99 ] 093 | 0.83 | 0.64 | 0.52 | 0.96 | 0.50 | 0.58 | 047 ] 0.81 | 0.72 | 0.66 | 0.89
CG11911 JCGI11911 092 | 0.67 | 0.83 | 097 ] 1.10 | 0.78 | 0.82 | 0.52 ] 1.15 | 0.68 | 0.62 | 0.39 ] 0.94 | 0.82 | 0.90 | 0.79
CG18030 JCG18030 0.92 1.01 | 0.95 1.17 1.39 | 1.33 1.22 [ 0.50 ] 1.00 [ 0.76 | 0.49 | 0.27 | 0.98 1.02 [ 1.09 | 0.77
Others
CG17109 JCG17109 0.94 1.21 1.39 1.07 ] 090 | 1.38 1.75 140 | 098 | 2.15 | 3.12 | 1.64 | 1.01 1.12 | 1.39 | 1.61
CG4821  |Tequila 141 [ 191 | 171 ] 150 | 158 | 1.65 [ 143 [ 159 | 136 | 202 | 144 | 1.75 ] 129 [ 141 [ 120 | 127
* [cGss62  JCG8362 | 074 | 0.87 | 1.08 | 1.36 | 1.06 | 1.06 | 0.88 | 0.55 ] 0.88 [ 0.65 [ 041 [ 038 | 0.89 | 1.03 | 0.84 | 1.06 |
Detoxification & stress response
GST
[cG4421 JGstD27 ] 1.07 [ 098 | 1.02 [ 1.09 | 1.04 | 1.06 | 1.08 | 1.10 | 1.05 | 098 | 1.57 | 2.78 | 1.08 | 1.08 [ 1.15 | 1.20 |
Cytochrome
* [CG8345  [Cypowl [ 0.88 | 111 | 1.32 ] 1.53 F 1.08 [ 1.05 [ 1.09 | 051 J 1.14 [ 1.02 [ 083 [ 043 | 1.00 | 1.01 | 1.06 | 0.85 |
Cytoskeleton related
Actin cytoskeleton
[cG3937  |cher | 107 [ 142 ] 104 09 | 179 ] 192 ] 171 | 144 ] 1.55]229 ] 159 1721139 175 | 143 | 1.17 |
Metabolism
Amino acid metabolism & transport
[cG9244  JAcon | 104 [ 128 ] 088 [ 106 ] 176 | 174 ] 1.690 | 121 ] 1.57 ] 212 ] 127 ] 136 ] 1.32] 1.60 | 1.21 | 1.36 |
Nucleotide metabolism & transport
[cG3989  Jades | 105 ] 1.17 ] 0.85 [ 0.66 ] 097 | 1.33 | 1.54 | 1.48 [ 1.12 | 2.08 | 1.48 | 1.44 | 1.07 [ 1.24 | 1.27 | 0.83 |
Carbohydrates metabolism & transport
* |cGegto  JcGeoto  Jo87 [ o2 [ o087 [os7 a5 [ 123 [ 13 [ i3t 2] 175 228 [ 135 L 105 [ 118 | 145 | 1.18 |
Ion transport and homeostasis
[cG3979  |indy 08 ] 1.00 [ 079 117175 1690 ] 1.07 [ 1.16 [ 1.38 [ 2.65 ] 091 | 1.38 | 1.18 | 1.64 [ 0.97 | 1.09 |
Peritrophic membrane constituents
CG6947 CG6947 0.98 1.29 1.24 | 0.98 1.69 1.47 1.48 | 0.87 1.38 | 2.16 1.54 1.97 1.27 1.44 1.37 1.14
* |CG14957 |CG14957 126 [ 1.16 | 1.14 | 0.78 ] 0.77 | 1.07 | 1.42 | 1.83 1.12 | 2.04 | 1.18 146 | 1.17 | 1.04 | 145 1.08
Lectins
[CG33171 [CGs6as [ 132 ] 175 | 107 ] 102 | 129 | 199 | 140 | 1.80 | 1.12 | 2.34 | 1.75 | 1.67 | 1.08 | 1.39 | 1.15 | L.i8 ]
Genetic information related
Protein translation and boli:
* |cGlosit JelF-4G | 114 [ 132 ] 101 [ 1t | 168 | 173 [ 124 | 1.31 ] 155 [ 2.08 | 130 [ 151 [ 1.19 [ 158 | 1.52 | 1.11 |
Signal transduction
Cell proliferation
[cG11352 Jjim [ is | 13417100167 184 1521700143218 173 ] 170 J 120 [ 1.43 [ 1.20 | 0.97 |
Other protein kinase
[cG17245 |plexB | 099 [ 091 ] 076 | 1.15] 140 | 1.51 [ 098 | 1.86 | 1.31 | 2.55 [ 0.90 | 1.66 | 1.13 | 1.32 [ 0.88 | 1.03 |
Recognition
[CG8577 [PGRP-SCIb] 1.15 | 1.20 | 1.36 ] 0.91 | 1.06 ] 1.00 | 1.15 ] 1.55 ] 095 ] 0.1 | 1.30 | 3.55 | 1.04 | 0.01 | 1.57 ] 1.68 |




Miscleanous

CG11064 ﬁaBp 1.05 1.00 | 0.60 [ 1.18 ] 1.61 145 | 133 | 1.33 | 1.58 | 2.06 | 1.29 | 1.55 ] 1.16 | 1.50 | 1.21 1.14

CG9397 1.28' 0.84 | 1.10 | 1.36 | 1.02 | 1.21 1.49 | 1.93 1.16 | 1.33 | 099 | 2.12 | 1.02 | 1.32 | 1.35 | 098 | 1.16

CG9280 |Gt 127 [ 136 | 110 [ 112 [ 178 [ 169 | 112 ] 1.0 | 144 | 205 [ 106 | 142 | 142 | 146 | 1.16 | 0.87

Proteins of unknown function

Contains protein domain
[cG10953 JCG10953 | 0.65 | 0.69 | 0.75 [ 0.95 ] 1.49 | 141 | 0.84 | 055 ] 098 | 1.06 | 0.68 | 049 | 1.19 | 1.40 [ 0.84 | 1.00 |
No domain predicted

CG14850 JCG14850 1.00 | 090 [ 1.02 [ 115 | 1.00 [ 142 [ 138 ] 1.81 [ 098 | 1.03 [ 1.85 [ 299 | 1.09 | 1.01 [ 2.01 | 2.49
* |CG14852 |CG14852 0951 098 | 1.27 | 1.20 | 1.08 | 1.09 | 1.55 | 1.97 ] 1.02 | 1.14 | 2.50 | 297 ] 097 | 099 | 146 | 1.54

CG8157 JCG8157 092 1 099 | 1.39 | 1351 072 | 149 | 1.62 | 196 ] 093 | 223 | 2.88 | 1.84 | 1.02 | 1.25 | 1.55 | 1.16
* 1CG16743 |CG16743 1.11 1.09 | 1.57 | 1.47 ] 1.13 1.13 1.41 1.84 | 1.11 1.51 | 2.10 [ 1.60 ] 1.03 1.08 | 094 [ 1.13
* |CG15381 JCG15381 1.63 1.60 [ 1.41 1.09 | 1.72 1.73 1.65 1.83 1.85 | 2.07 [ 1.35 1.60 | 1.25 1.17 | 1.00 [ 0.81

CG8087  JCG8087 0.90 | 0.81 1.19 | 1.12 ] 0.89 | 096 | 143 1.71 1.07 | 097 | 2.06 | 1.98 ] 1.03 | 091 1.52 | 1.67

CG33205 JCG32049 136 | 1.52 | 1.06 | 1.14 ) 1.87 | 1.78 | 1.39 | 1.37 | 1.55 | 246 | 1.28 | 1.58 | 141 1.72 | 096 | 1.29

CG7299 JCG7299 0.85 149 | 1.79 | 1.29 ] 1.05 1.50 | 1.85 129 ] 1.14 | 146 | 234 | 1.01 1.11 1.35 1.45 1.45

CG6489  |CG6489 091 | 092 | 0.95 1.25 1.26 | 1.30 [ 1.37 [ 1.00 ] 0.93 1.21 | 295 [ 094 ] 0.71 1.09 | 0.96 [ 1.08

CG13731 JCG13731 0.84 | 094 | 069 | 0.63 ] 1.05 | 1.23 | 093 | 0.59 | 1.19 | 240 | 1.17 | 0.87 | 1.38 | 1.78 | 1.67 | 1.52

[cG690s  JcGeoos | 073 [ 121 | 112 [ 131 ] 116 [ 148 | 133 [ 1.60 | 1.23 | 1.09 | 044 | 0.28 | 1.03 | 1.20 [ 0.91 | 0.85 ]

Up-regulated (fold) >2 >4 >8 -

Down-regulated (fold) <4 <2



